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SEQUENCE LISTING 

<110> CropDesign N.V. 

<120> Plants having modified growth characteristics and method fo 
making the same 

<130> CD-103-PCT 

<140> 10570554 
<141> 2009-08-24 

<150> EP 03077811.2 
<151> 2003-09-05 

<160> 26 

<170> Patentin version 3.3 

<210> 1 
<211> 930 
<212> DNA 

<213> Arabidopsis thaliana 
<400> 1 

atggagaagt acgagaagct agagaaggtc ggagaaggaa catacgggaa agtctacaaa 

gcgatggaga aaggaactgg taagcttgtt gctctgaaga aaactcgtct cgagatggac 

gaagaaggta ttccaccaac tgctcttcgt gagatctcgc ttctccagat gttatcaaca 

tcgatctatg ttgttcgatt actctgcgtc gaacatgttc atcaaccatc aaccaaatct 

caatctacca aatccaatct ctatctcgtt ttcgagtatc tcgatactga tcttaagaaa 

ttcatcgatt cgtataggaa aggacctaat cctaagcctc ttgagccttt tttgattcag 

aagttgatgt ttcagctttg taaaggtgtt gcgcattgtc atagtcatgg tgtgcttcac 

cgtgatctta aaccgcagaa tcttcttctg gtgaaagata aagagcttct taagattgct 

gatttgggtc ttggtcgtgc ttttactgtt cctcttaagt cttatacgca tgagattgtt 

actctttggt atagagctcc tgaagttctt cttggatcta ctcattattc aactggtgtt 

gacatgtggt ctgttggttg tatctttgct gagatggttc ggaggcaagc tcttttccct 

ggtgattctg agtttcagca attgcttcat atcttcaggt tgctaggaac accaactgag 

cagcaatggc cgggtgtttc cacactgcgt gactggcatg tttaccctaa gtgggagccg 

caagacttaa ctcttgctgt tccttctctt tcacctcaag gagttgatct tctcacgaaa 

atgctcaagt acaatccagc cgaaagaatt tcagcaaaaa cagcacttga tcacccatat 

tttgacagcc ttgacaagtc tcagttctga 



<210> 2 
<211> 309 
<212> PRT 

<213> Arabidopsis thaliana 
<400> 2 

Met Glu Lys Tyr Glu Lys Leu Glu Lys Val Gly Glu Gly Thr Tyr Gly 
15 10 15 



Lys Val Tyr Lys Ala Met Glu Lys Gly Thr Gly Lys Leu Val Ala Leu 

20 25 30 



Lys Lys Thr Arg Leu Glu Met Asp Glu Glu Gly lie Pro Pro Thr Ala 

35 40 45 



Leu Arg Glu lie Ser Leu Leu Gin Met Leu Ser Thr Ser lie Tyr Val 
50 55 60 



Val Arg Leu Leu Cys Val Glu His Val His Gin Pro Ser Thr Lys Ser 
65 70 75 80 



Gin Ser Thr Lys Ser Asn Leu Tyr Leu Val Phe Glu Tyr Leu Asp Thr 

85 90 95 



Asp Leu Lys Lys Phe lie Asp Ser Tyr Arg Lys Gly Pro Asn Pro Lys 

100 105 110 



Pro Leu Glu Pro Phe Leu lie Gin Lys Leu Met Phe Gin Leu Cys Lys 
115 120 125 



Gly Val Ala His Cys His Ser His Gly Val Leu His Arg Asp Leu Lys 

130 135 140 



Pro Gin Asn Leu Leu Leu Val Lys Asp Lys Glu Leu Leu Lys lie Ala 
145 150 155 160 



Asp Leu Gly Leu Gly Arg Ala Phe Thr Val Pro Leu Lys Ser Tyr Thr 

165 170 175 



His Glu lie Val Thr Leu Trp Tyr Arg Ala Pro Glu Val Leu Leu Gly 

180 185 190 



Ser Thr His Tyr Ser Thr Gly Val Asp Met Trp Ser Val Gly Cys lie 



195 



200 



205 



Phe Ala Glu Met Val Arg Arg Gin Ala Leu Phe Pro Gly Asp Ser Glu 
210 215 220 

Phe Gin Gin Leu Leu His lie Phe Arg Leu Leu Gly Thr Pro Thr Glu 
225 230 235 240 

Gin Gin Trp Pro Gly Val Ser Thr Leu Arg Asp Trp His Val Tyr Pro 

245 250 255 

Lys Trp Glu Pro Gin Asp Leu Thr Leu Ala Val Pro Ser Leu Ser Pro 

260 265 270 

Gin Gly Val Asp Leu Leu Thr Lys Met Leu Lys Tyr Asn Pro Ala Glu 
275 280 285 

Arg lie Ser Ala Lys Thr Ala Leu Asp His Pro Tyr Phe Asp Ser Leu 

290 295 300 

Asp Lys Ser Gin Phe 
305 



<210> 3 
<211> 936 
<212> DNA 

<213> Arabidopsis thaliana 
<400> 3 

atggagaaat acgagaagct cgaaaaggtc ggtgaaggaa cctatggaaa agtctacaaa 60 

gcaatggaga aaaccaccgg aaaactcgtc gctctgaaga aaactaggct cgaaatggac 12 0 

gaagaaggta taccaccaac ggctctccgt gagatctctc ttctccaaat gctttctcaa 180 

tcaatctaca tcgttcgtct cctctgcgtc gaacatgtta ttcaatcgaa agattcgact 240 

gtttctcact ctcccaaatc caatctctat ctcgtttttg agtatctcga cactgatctc 300 

aagaaattta tagattctca tagaaagggc tcgaatccta gaccgcttga ggcttctctt 360 

gtgcagaggt ttatgtttca gctttttaaa ggtgtggctc attgtcatag ccatggtgtg 420 

cttcaccgtg atcttaaacc gcagaatctt ctattggata aggataaagg gattcttaag 480 

attgctgatt tgggtcttag tcgtgctttt actgtgcctc ttaaggctta tacacatgag 540 

attgttactc tttggtatag agctcctgaa gttttgcttg gttctactca ttactctact 600 



gctgttgata tttggtctgt tggatgcatc tttgccgaga tgattaggag gcaagctctt 560 

ttccctggtg attctgagtt tcagcaacta cttcatattt tcagattgtt aggaacacca 720 

actgagcagc aatggccggg tgtaatggca ttgcgtgact ggcatgtcta tccaaagtgg 78 0 

gagccgcaag acttatcacg tgctgttcca tctctatctc ctgaaggaat tgatcttctc 840 

acgcaaatgt tgaagtacaa tccagcagaa agaatttcag caaaagcagc tctcgatcat 90 0 

ccctactttg acagccttga caaatctcag ttctga 936 



<210> 4 
<211> 311 
<212> PRT 

<213> Arabidopsis thaliana 
<400> 4 

Met Glu Lys Tyr Glu Lys Leu Glu Lys Val Gly Glu Gly Thr Tyr Gly 
15 10 15 



Lys Val Tyr Lys Ala Met Glu Lys Thr Thr Gly Lys Leu Val Ala Leu 

20 25 30 



Lys Lys Thr Arg Leu Glu Met Asp Glu Glu Gly lie Pro Pro Thr Ala 

35 40 45 



Leu Arg Glu lie Ser Leu Leu Gin Met Leu Ser Gin Ser lie Tyr lie 
50 55 60 



Val Arg Leu Leu Cys Val Glu His Val lie Gin Ser Lys Asp Ser Thr 
65 70 75 80 



Val Ser His Ser Pro Lys Ser Asn Leu Tyr Leu Val Phe Glu Tyr Leu 

85 90 95 



Asp Thr Asp Leu Lys Lys Phe lie Asp Ser His Arg Lys Gly Ser Asn 

100 105 110 



Pro Arg Pro Leu Glu Ala Ser Leu Val Gin Arg Phe Met Phe Gin Leu 

115 120 125 



Phe Lys Gly Val Ala His Cys His Ser His Gly Val Leu His Arg Asp 
130 135 140 



Leu Lys Pro Gin Asn Leu Leu Leu Asp Lys Asp Lys Gly lie Leu Lys 



145 



150 



155 



160 



lie Ala Asp Leu Gly Leu Ser Arg Ala Phe Thr Val Pro Leu Lys Ala 

165 170 175 



Tyr Thr His Glu lie Val Thr Leu Trp Tyr Arg Ala Pro Glu Val Leu 

180 185 190 



Leu Gly Ser Thr His Tyr Ser Thr Ala Val Asp lie Trp Ser Val Gly 

195 200 205 



Cys lie Phe Ala Glu Met lie Arg Arg Gin Ala Leu Phe Pro Gly Asp 
210 215 220 



Ser Glu Phe Gin Gin Leu Leu His lie Phe Arg Leu Leu Gly Thr Pro 
225 230 235 240 



Thr Glu Gin Gin Trp Pro Gly Val Met Ala Leu Arg Asp Trp His Val 

245 250 255 



Tyr Pro Lys Trp Glu Pro Gin Asp Leu Ser Arg Ala Val Pro Ser Leu 

260 265 270 



Ser Pro Glu Gly lie Asp Leu Leu Thr Gin Met Leu Lys Tyr Asn Pro 

275 280 285 



Ala Glu Arg lie Ser Ala Lys Ala Ala Leu Asp His Pro Tyr Phe Asp 
290 295 300 



Ser Leu Asp Lys Ser Gin Phe 
305 310 



<210> 5 
<211> 948 
<212> DNA 

<213> Arabidopsis thaliana 
<400> 5 

atggacaaca atggagttaa acccgctgtt tccgccatgg aagcctttga aaagcttgag 60 
aaagtaggtg aagggactta tgggaaagtt tacagagcaa gagagaaagc tactgggatg 12 0 

atcgttgctt tgaagaagac gcgtctccat gaggatgaag aaggtgttcc tcccactact 180 



cttcgcgaga tctctatctt gcgtatgctc gctcgtgatc ctcacatcgt taggttgatg 240 



gatgttaagc aaggaataaa caaagaagga aaaactgtac tttaccttgt tttcgagtat 30 0 

gttgatactg atctcaagaa attcatcaga agctttcgtc aagctggaca gaacattcca 360 

caaaatactg tcaagtgctt gatgtaccag ttatgcaaag gcatggcttt ttgccatggt 42 0 

catggagtgt tgcacaggga tcttaagcct cacaatctct tgatggaccg gaagacaatg 48 0 

acgctcaaaa tagcagatct tggattagcc agagccttca ctctcccaat gaaaaagtat 54 0 

acacatgaga ttctaactct atggtataga gctccggaag ttcttcttgg agcaacccat 600 

tactctactg gagtggatat gtggtctgtt ggctgtattt ttgctgaact agtgaccaag 660 

caagcaatct ttgcgggaga ctctgagctc caacagctcc tccgtatatt caggttgttg 720 

ggaacaccaa acgaagaagt ttggcctgga gtaagcaaac tcaaggactg gcatgaatac 78 0 

ccgcaatgga aaccgttgag tctctccaca gctgtgccaa acctcgacga ggctggactt 84 0 

gatctcttat ctaaaatgct ggagtacgag ccagcaaaac gaatctcagc aaagaaagct 90 0 

atggagcatc cttacttcga tgatttgcct gacaagtcct ctctctga 948 

<210> 6 
<211> 315 
<212> PRT 

<213> Arabidopsis thaliana 
<400> 6 

Met Asp Asn Asn Gly Val Lys Pro Ala Val Ser Ala Met Glu Ala Phe 



Glu Lys Leu Glu Lys Val Gly Glu Gly Thr Tyr Gly Lys Val Tyr Arg 

20 25 30 

Ala Arg Glu Lys Ala Thr Gly Met lie Val Ala Leu Lys Lys Thr Arg 

35 40 45 

Leu His Glu Asp Glu Glu Gly Val Pro Pro Thr Thr Leu Arg Glu lie 
50 55 60 

Ser lie Leu Arg Met Leu Ala Arg Asp Pro His lie Val Arg Leu Met 

65 70 75 80 

Asp Val Lys Gin Gly lie Asn Lys Glu Gly Lys Thr Val Leu Tyr Leu 

85 90 95 

Val Phe Glu Tyr Val Asp Thr Asp Leu Lys Lys Phe lie Arg Ser Phe 



100 



105 



110 



Arg Gin Ala Gly 
115 



Tyr Gin Leu Cys 
130 



His Arg Asp Leu 
145 



Thr Leu Lys lie 



Met Lys Lys Tyr 

180 



Glu Val Leu Leu 

195 



Ser Val Gly Cys 
210 



Ala Gly Asp Ser 

225 



Gly Thr Pro Asn 



Trp His Glu Tyr 

260 



Pro Asn Leu Asp 

275 



Tyr Glu Pro Ala 
290 



Tyr Phe Asp Asp 
305 



<210> 7 
<211> 1115 



Gin Asn lie Pro 

120 



Lys Gly Met Ala 
135 



Lys Pro His Asn 

150 



Ala Asp Leu Gly 
165 



Thr His Glu lie 



Gly Ala Thr His 

200 



lie Phe Ala Glu 
215 



Glu Leu Gin Gin 

230 



Glu Glu Val Trp 
245 



Pro Gin Trp Lys 



Glu Ala Gly Leu 

280 



Lys Arg lie Ser 
295 



Leu Pro Asp Lys 
310 



Gin Asn Thr Val 



Phe Cys His Gly 

140 



Leu Leu Met Asp 

155 



Leu Ala Arg Ala 
170 



Leu Thr Leu Trp 
185 



Tyr Ser Thr Gly 



Leu Val Thr Lys 

220 



Leu Leu Arg lie 

235 



Pro Gly Val Ser 
250 



Pro Leu Ser Leu 
265 



Asp Leu Leu Ser 



Ala Lys Lys Ala 

300 



Ser Ser Leu 
315 



Lys Cys Leu Met 
125 



His Gly Val Leu 



Arg Lys Thr Met 

160 



Phe Thr Leu Pro 
175 



Tyr Arg Ala Pro 
190 



Val Asp Met Trp 

205 



Gin Ala lie Phe 



Phe Arg Leu Leu 

240 



Lys Leu Lys Asp 
255 



Ser Thr Ala Val 
270 



Lys Met Leu Glu 

285 



Met Glu His Pro 



<212> DNA 

<213> Oryza sativa 



<400> 7 

acctctcctc cgattaatcc cctcccctcc tcttcctccc acttctgcgc ctgctcttcc 60 

tcccctcgcc gaccctacct actcgcgccg ccgccgtcgc attgggcggc aaacggaggg 12 0 

ggggttaacc ctgatggagc agtacgagaa ggaggagaag attggggagg gcacgtacgg 18 0 

ggtggtgtac agggcgcggg acaaggtcac caacgagacg atcgcgctca agaagatccg 24 0 

gcttgagcag gaggatgagg gcgtcccctc caccgcaatc cgcgagatct cgctcctcaa 300 

ggagatgcat cacggcaaca tcgtcaggtt acacgatgtt atccacagtg agaagcgcat 360 

atatcttgtc tttgagtatc tggatctgga cctaaagaag ttcatggact cttgtccaga 42 0 

gtttgcgaaa aaccccactt taattaagtc atatctctat cagatactcc gcggcgttgc 48 0 

ttactgtcat tctcatagag ttcttcatcg agatttgaaa cctcagaatt tattgataga 540 

tcggcgtact aatgcactga agcttgcaga ctttggttta gccagggcat ttggaattcc 600 

tgtccgcacg tttactcacg aggttgtaac cttgtggtat agagctccag agatccttct 660 

tggatcaagg cagtattcta caccagttga tatgtggtca gttggttgta tctttgcaga 720 

aatggtgaac cagaaaccac tgttccctgg tgattctgag attgatgaat tatttaagat 78 0 

attcagggta ctaggaactc caaatgaaca aagttggcca ggagttagct cattacctga 84 0 

ctacaagtct gctttcccca agtggcaagc acaggatctt gcaactattg tccctactct 900 

tgaccctgct ggtttggacc ttctctctaa aatgcttcgg tacgagccaa acaaaaggat 960 

cacagctaga caggctcttg agcatgaata cttcaaggac cttgagatgg tacaatgacc 102 0 

ctgctatggc tttacattgg attggcatat gtatgggctg ggctcctcat ttcattcctt 1080 

ctgtgaacgc tgtgcccttc gtttgggcat ttttg 1115 



<210> 8 

<211> 294 

<212> PRT 

<213> Oryza sativa 

<400> 8 

Met Glu Gin Tyr Glu Lys Glu Glu Lys lie Gly Glu Gly Thr Tyr Gly 
15 10 15 

Val Val Tyr Arg Ala Arg Asp Lys Val Thr Asn Glu Thr lie Ala Leu 

20 25 30 



Lys Lys lie Arg Leu Glu Gin Glu Asp Glu Gly Val Pro Ser Thr Ala 
35 40 45 



lie Arg Glu lie Ser Leu Leu Lys Glu Met His His Gly Asn lie Val 
50 55 60 



Arg Leu His Asp Val lie His Ser Glu Lys Arg lie Tyr Leu Val Phe 

65 70 75 80 



Glu Tyr Leu Asp Leu Asp Leu Lys Lys Phe Met Asp Ser Cys Pro Glu 

85 90 95 



Phe Ala Lys Asn Pro Thr Leu lie Lys Ser Tyr Leu Tyr Gin He Leu 

100 105 110 



Arg Gly Val Ala Tyr Cys His Ser His Arg Val Leu His Arg Asp Leu 

115 120 125 



Lys Pro Gin Asn Leu Leu He Asp Arg Arg Thr Asn Ala Leu Lys Leu 
130 135 140 



Ala Asp Phe Gly Leu Ala Arg Ala Phe Gly He Pro Val Arg Thr Phe 
145 150 155 160 



Thr His Glu Val Val Thr Leu Trp Tyr Arg Ala Pro Glu lie Leu Leu 

165 170 175 



Gly Ser Arg Gin Tyr Ser Thr Pro Val Asp Met Trp Ser Val Gly Cys 

180 185 190 



He Phe Ala Glu Met Val Asn Gin Lys Pro Leu Phe Pro Gly Asp Ser 
195 200 205 



Glu He Asp Glu Leu Phe Lys He Phe Arg Val Leu Gly Thr Pro Asn 

210 215 220 



Glu Gin Ser Trp Pro Gly Val Ser Ser Leu Pro Asp Tyr Lys Ser Ala 
225 230 235 240 



Phe Pro Lys Trp Gin Ala Gin Asp Leu Ala Thr He Val Pro Thr Leu 

245 250 255 



Asp Pro Ala Gly Leu Asp Leu Leu Ser Lys Met Leu Arg Tyr Glu Pro 

260 265 270 



Asn Lys Arg lie Thr Ala Arg Gin Ala Leu Glu His Glu Tyr Phe Lys 

275 280 285 



Asp Leu Glu Met Val Gin 
290 



<210> 9 

<211> 294 

<212> PRT 

<213> Oryza sativa 



<400> 



Met Glu Gin His Glu Lys Glu Glu Lys lie Gly Glu Gly Thr Tyr Gly 
15 10 15 



Val Val Tyr Arg Ala Arg Asp Lys Val Thr Asn Glu Thr lie Ala Leu 

20 25 30 



Lys Lys lie Arg Leu Glu Gin Glu Asp Glu Gly Val Pro Ser Thr Ala 
35 40 45 



lie Arg Glu lie Ser Leu Leu Lys Glu Met His His Gly Asn lie Val 

50 55 60 



Arg Leu His Asp Val lie His Ser Glu Lys Arg lie Tyr Leu Asp Phe 
65 70 75 80 



Glu Tyr Leu Asp Leu Asp Leu Lys Lys Phe Met Asp Ser Cys Pro Glu 

85 90 95 



Phe Ala Lys Asn Pro Thr Leu lie Lys Ser Tyr Leu Tyr Gin lie Leu 

100 105 110 



Arg Gly Val Ala Tyr Cys His Ser His Arg Val Leu His Arg Asp Leu 
115 120 125 



Lys Pro Gin Asn Leu Leu lie Asp Arg Arg Thr Asn Ala Leu Lys Leu 
130 135 



